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C. elegans L1 larva, 3d, near-isotropic 0.116 x 0.116 x 0.122um3, average size of
140 x 140 x 1100 pixel

We thank Long et. al [1] for providing the 3d nuclei data and segmentation.
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P consistently get improvement with auxiliary task:

> +1.5-4% in terms of APy 5
» +1-2.5% in terms of avAP

> StarDist[2]: avAP: 0.628, APys5: 0.765
» our best model: avAP: 0.638, APy5: 0.750

conclusion:

> performance on par with StarDist yet simpler

P easy to integrate into existing systems
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example detection and segmentation: cyan: TP , yellow: FP, red: FN
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